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D1S442FW
GACAGCATCGCCAGTCACTAGAGCTACCCAGtgtcacacaa TD
D1S442RV
GCGTAGAGGATCCACAGGACtgtatgtgcacttcaaaacatca TD 
C. Amplification Protocol
We amplified microsatellite markers in two steps. The first step is to amplify the regions surrounding each marker with unlabeled（Table 2A） and the second step is to amplify with PCR product of the first step as the template and the fluorescently tagged primers (Table 2B) included extensions designed to be homologous.
In the first step PCR, reaction system is 10μL volumes containing 40 ng of genomic DNA, 5 picomoles of marker-specific primers as shown in Table 2A , 1 μL GeneAmp 10×PCR Gold buffer (Applied Biosystems), 0.6 μl of 25 mM MgCl2, 0.4 μl of 2.5 mM dNTP mixture, and 1 μl of 5U/μl Taq DNA polymerase. The PCR program consisted of a denaturing step at 94°C for 5 min, followed by touchdown protocol beginning at 68°C, decreasing by 1°C each cycle, until finishing at a final annealing temperature of 60°C, and then maintained at 60°C for 22 cycles, plus a final extension at 72°C for 10 min. In the second step PCR, the reaction system and PCR program are the same as the first step PCR, except that the template is 1 μl aliquots of the first step and 0.5 μl of mixed fluorescently labeled primers was used (Table 2B) .
After the second step amplification, 2 ul of mixed panel PCR products were added to 7.75 μl of Hi-Di formamide (Life technologies) and 0.25 μl of GeneScan™ 600 LIZ® dye Size Standard and then were denatured at 95°C for 5 min before analyzed on an ABI 3130 Genetic Analyzer (Applied Biosystems).
